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RESULT 3 
AW006758 
LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 
ORGANISM 



REFERENCE 
AUTHORS 
TITLE 



trj 



AW006758 362 bp mRNA linear EST 08-MAR-2000 

wt07al0.xl NCI_CGAP_Co3 Homo sapiens cDNA clone IMAGE : 2506746 3', 
mRNA sequence. 
AW006758 

AW006758.1 GI:5855536 
EST. 
human . 

Homo sapiens 

Eukaryota; Metazoa; Chordata; 
Mammalia; Eutheria; Primates; 
1 (bases 1 to 362) 

NCI-CGAP ht;tp ://www . ncbi . nlm . nih . gov/ncicgap . 

National' Cancer Institute, Cancer Genome Anatomy Project (CGAP), 



Craniata; Vertebrata; Euteleostomi; 
Catarrhi.nl; Homioidae; Homo. 



JOURNAL 
COMMENT 



M.D., Michael R. Emmert-Buck, M.D. 



FEATURES 

source 



BASE COUNT 
ORIGIN 



Tumor Gene Index 
Unpublished (1997) 
Contact: Robert Strausberg, Ph.D 
Email: cgapbs-r€mail .nih.gov 
Tissue Procurement: Elias Campo 
, Ph.D. 

cDNA Library Preparation: M. Bento Soares, Ph.D. 
cDNA Library Arraying: Greg Lennon, Ph.D. 

DNA Sequencing by: Washington University Genome Sequencing Center 
Clone distribution: NCI-CGAP clone distribution information can be 
found through the I.M.A.G.E. Consortium/LLNL at: 
www - b lo . 1 In 1 . gov/bbrp/image/ image . html 
Insert Length: 442 Std Error: 0.00 
Seq primer: -40UP from Gibco. 

Location/Qual i f iers 
1. .362 

/organ ism- " Homo sapiens ■ 
/db_xref - 9 taxon : 9 6 0 6 ■ 
/clone- ■ IMAGE : 2 5 0 6 7 4 6 ■ 
/clone„lib»"NCI_CGAP_Co3 ■ 
/sex- "pooled - 
/tissue_type- " colon ■ 
/lab_host-"DH10B" 

/note- "Vector : pT7T3D-Pac (Pharmacia) with a modified 
polylinker; Site_l: Not f; Site_2 : Eco RI; 1st strand cDNA 
was prepared from 12 pooled bulk tumor samples and primed 
with a Not I - oligo(dT) primer. Double- stranded cDNA was 
ligated to Eco RI adaptors (Pharmacia), digested with Not 
I and cloned into the Not I and Eco RI sites of the 
modified pT7T3 vector. Library went through one round of 
normalization. " 

93 c 91 g 96 t 



82 a - 



Query Match \ 100.0%; Score 330; DB 10; 

Best Local Similarity 100.0%; Pred. No. 6.3e-89; 
Matches 330; Conservative 0; Mismatches 



Length 362; 



0; Indels 



Gaps 



Qy 

Db 

Qy 

Db 

Qy 



Db 



Qy 
Db 
Qy 



1 TGTGGATAAATATATTAGCAAATAAATATATTTCTTAACATAGTGCCTGATTCAAGCGTC 60 

1 1 mil mi i in ii linn J.LLLLLL i ii i urn ii 1 1 

1 TGTGGATAAATATATTAGCAAATAAATATATTTCTTAACATAGTGCCTGATTCAAGCGTC 60 
61 TGTCTGGTTCAGATATAAATACCCATGTGGGTACCTAGGTGCTAGTCTCCCCACTAACTG 120 

mi i mi i ii it m ii m ii i ii ii mil m ii mil ii iiiiiini 

61 TGTCTGGTTCAGATATAAATACCCATGTGGGTACCTAGGTGCTAGTCTCCCCACTAACTG 120 

121 AGGGAAAAAGGTTCCCAGGTGGGGTCCTCTGCCCACTTTGCCACCACATTCACATTCCAA 180 

I 111 I II I 111 I I I II II II I Mill I I II I HI II 111 Mill I Mill Mill 

121 AGGGAAAAAGGTTCCCAGGTGGGGTCCTCTGCCCACTTTGCCACCACATTCACATTCCAA 180 

181 ATGGGATAATGCCTGAGGGGCCAAGAGTGGTCAGGCTGCCCTGGGGTGAATGTCACCCTG 240 

MM I MM I MM Ml I 11 II MM I MUM M 1 1 1 1 I M I M I I nAn 

181 ATGGGATAATGCCTGAGGGGCCAAGAGTGGTCAGGCTGCCCTGGGGTGAATGTCACCCTG 240 

24 1 ATGAGGCCCATCAGCTCTTGTCCACTCAGTGAGGCCAGACTTGTGCTCTAATCCACTCTC 300 
| | || I II I 11 II II I II II I I I M I I I I I M II I I I M I M I I I M 1 M I I I II 1 MM I 



Db 241 ATGAGGCCCATCAGCTCTTGTCCACTCAGTGAGGCCAGACTTGTGCTCTAATCCACTCTC 300 



Qy 

Db 



301 C TGTGGGTCCCTGGCCTGT ATGGCT T AT AC 330 

I I I I 11 I Mil llll II I II I I III I im 
301 CTGTGGGTCCCTGGCCTGTATGGCTTATAC 330 



4 



RESULT 4 \ N W (» V 

ABV29346 

ID ABV29346 standard; cDNA; 734 BP. 
XX 

AC ABV29346; 
XX 

DT 16-SEP-2002 (first entry) 

XX * 

DE Human prostate expression marker cDNA 29337. 

^ Human; prostate cancer; cytostatic; carcinogen; pharmacodyanamic marker; 

KW pharmacogenomic marker; gene; ss. 

XX 

OS Homo sapiens. 
XX 

PN WO200160860-A2.^* * 
XX 

PD 23-AOG-2001. 
XX 

PF 20-FEB-2001; 2001WO-US05171 . 
XX 

PR 17-FEB-2000; 2000aS-183319P. 
PR 16-MAR-2000; 2000US-189862P . 
PR 25-MAY-2000; 2000US-207454P . 
PR 09-JUN-2000; 2000US-211314P . 
PR 18-JUL-2000; 2000OS-219007P. 
PR 13-DEC-2000; 2000US-255281P . 
XX 

PA (MILL-) MILLENNIUM PREDICTIVE MEDICINE INC. 

PI Schlegel R, Endege WO, Monahan JE*; 
XX 

DR WPI; 2001-662795/76. 

Novel isolated nucleic acid molecule associated with cancerous state of 
5 woltatlcells and correlating with presence of prostate cancer, useful 
11 for detecting presence of prostate cancer, stage of prostate cancer 

Claim 1; Page 6285; 11750pp; English. 



XX 
PS 
XX 

CC 
CC 



The invention relates to an isolated nucleic acid molecule (I) comprising 
CC a nucSeo^dl sequence given in Tables 1-9 (ABV00010-ABV62213 , of the 
cc specification or its complement. (I) is useful for: rtarwwr . 
CC ^assessing whether a patient is afflicted with prostate cancer; 
CC b monitoring the progression of prostate cancer in a patient; 
CC (c) assessing the efficacy of a test compound to inhibit prostate 

S ~.«Lr«2 n e«i«cy of a therapy for inhibiting prostate cancer 

CC (e)%elect?ng a composition for inhibiting prostate cancer in a patient; 

cc f assessinf the prostate cell carcinogenic potential of a compound; 

rr a determining whether prostate cancer has metastasized in a patient; 

CC (h) assisting the aggressiveness or indolence of prostate cancer in a 

CC U^i^also useful as a pharmacodyanamic or pharmacogenomic marker. 

SQ Sequence 734 BP; 193 A; 157 C; 114 G; 218 T; 52 other; 

Query Match 100.0%; Score 320; 23; ^Length 734; 

Best Local Similarity 100.0%; Pred. No. 1 . le-82, 

Matches 320; Conservative 0; Mismatches, 0; indels 0, Gaps 
nv 1 CACAGTGGCAGATTTTCTTTAATAGATATATTTCAAACAGATACAACAAATTAAAAAATC 60 

Qy 1 Y it | Till II I II I I II I I I I I I I 1 I 1 I I 1 I M I I I M I I I M I I 1 t I 1 I 1 I M M 1 1 1 1 1K , 

Db 93 CACAGTGGCAGATTTTCTTTAATAG^ 152 

Qy 61 TAATTCACGGCAGGTAAACA^ "0 

I 153 ji&y^^ 212 

nv 121 CCATCAGTATTTCCCTCACATTCCCTTTTGM^ 180 

* - « nsniy]^^ - 

Qy 181 GAGAAATGTCC^CGTC^CGCA^^ 240 
l 27 3 0^1^^^ " 2 
Qy 241 TCATCTCGAAGGTGCGCTCAGCCA*^^ 300 

QV 301 GTGCTCTTCCCACCCGCAAA 320 

I I 1 I t 1 I 1 I I I 1 I A „ 

Db 393 GTGCTCTTCCCACCCGCAAA 412 



4 



RESULT 4 
AI366176 
LOCOS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL 
COMMENT 



FEATURES 

source 



BASE COUNT 
ORIGIN 



AI368176 392 bp mRNA linear EST 13-FEB-1999 

qk65bl0.xl NCI_CGAP_Co8 Homo sapiens CDNA clone IMAGE: 1873819 3', 
mRNA sequence. 
AI368176 

AI368176.1 GI:4137921 
EST . 
human . 

Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; 
Mammalia; EutherAa; Primates; Ceftarrhini; Hominidae; Homo. 
1 (bases'! to 392) ?• -~ ' 

NCI-CGAP http://www.ncbi .nlm.nih.gov/ncicgap. 

National Cancer Institute, Cancer Genome Anatomy Project (CGAP), 

Tumor Gene Index 

Unpublished (1997) 

Contact: Robert Strausberg, Ph.D. 

Email: cgapbs-r Small. nih.gov 

Tissue Procurement: Christopher Moskaluk, M.D,, Ph.D., Michael R. 
Emmert-Buck, M.D., Ph.D. 

cDNA Library Preparation: M. Ben to Soares, Ph.D. 

cDNA Library Arrayed by: Greg Lennon, Ph.D. 

DNA Sequencing by: Washington University Genome Sequencing Center 
Clone distribution: NCI-CGAP clone distribution information can be 
found through the I.M.A.G.E. Consortium/LLNL at: 
www -bio . llnl . gov/bbrp/image/lmage . html 
Insert Length: 1195 Std Error: 0.00 
Seq primer: -40UP from Gibco 
High quality sequence stop: 381. 
Locat ion/Qua 1 if ier s 
1. .392 

/organism- "Homo sapiens" 
/db_xref- ■ taxon : 9606 ■ 
/clone- ' IMAGE : 1 8 7 3 8 1 9 " 
/c lone_l ib- " NCI_CG AP_Co8 " 
/tissue_type- "adenocarcinoma " 
/Iab_host-"DH10B" 

/note-"0rgan: colon; Vector: pT7T3D-Pac (Pharmacia) with a 
modified poly linker; 1st strand cDNA was prepared from 
colon adenocarcinoma, and was then primed with a Not I - 
oligo(dT) primer. Double- stranded cDNA was ligated to Eco 
RI adaptors (Pharmacia), digested with Not I and cloned 
into the Not I and Eco RI sites of the modified pT7T3 
vector. Library is normalized. Library was constructed by 
Bento Soares and M. Fatima Bonaldo. " 
121 a 102 c 65 g 104 t 



Query Match 100,0%; 
Best Local Similarity 100.0%; 

320; Conservative ( 



Matches 


Qy 


1 


Db 


6 


Qy 


61 


Db 


66 


Qy 


121 


Db 


126 


Qy 


181 


Db 


186 


Qy 


241 


Db 


246 


Qy 


301 


Db 


306 



Score 320; DB 9; 
Pred, No. 8.6e-66; 
Mismatches 0 ; 



Length 392; 
In dels 



Gaps 



CACAGTGGCAGATTTTCTTT AAT AGAT AT ATTTCAAACAGATACAACAAATTAAAAAATC 6 0 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r 1 1 

CACAGTGGCAGATTTTCTTT AAT AG AT AT ATTTCAAACAGATACAACAAATT AAAAAATC 65 



IIIIMIillMIIIIIIIIIillllllllM IN II IIMMMMM Mltlll Mil 



120 



1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 



I I 1 1 1 1 I I I M I 1 1 1 1 I I 1 1 I 1 1 I 1 1 I I I I 1 1 1 1 I I I 1 1 I 1 1 M 1 1 I 1 1 t I I I I I I I I 1 1 



125 
180 



185 



INI llllllll llllllllllllllllll III IIIIMIIIiMIMI llllll! II 



GTGCTCTTCCCACCCGCAAA 320 
I MM IIIMIMIIIIIM 
GTGCTCTTCCCACCCGCAAA 325 



300 



305 



4 



RESULT 2 
AA629913 
LOCOS 

DEFINITION 



ACCESSION 
VERSION 
KEYWORDS 
SOURCE 
ORGANISM 



AA629913 467 bp mRNA linear EST 06-MAR-1998 

ad45e02.sl Stratagene lung carcinoma 937218 Homo sapiens cDNA clone 
IMAGE: 884666 3' similar to contains Alu repetitive element; contains 
element MER22 repetitive element ; , mRNA sequence. 
AA629913 

AA629913.1 GI: 2552524 

EST. 

human . 

Homo sapiens 

Eukaryota; Metazoa; Chorda ta; Crania ta; Vertebrata; Euteleostomi; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 



REFERENCE 
AUTHORS 



TITLE 
JOURNAL 
COMMENT 



FEATURES 

source 



BASE COUNT 
ORIGIN 



LiiS" 1 Alien!*!., Bowles,L., Dubuque, T., Geisel,G., Jost,S., 
Krizm^'^*; Kucaba , T . , Lacy,M. / Le,N?, Lennon,G., Marra,M , Martin 
*S ^ Moore^ ? Schellenberg,K., Steptoe,M. ,^an, F . , Theising,B., 
White, Y., Wylie,T., Waterston,R. and, Wilson, R. 
Was hu- NCI human EST Project 
Unpublished (1997) 
Contact: Wilson RK 

Washington University School of Medicine 

4444 Forest Park Parkway, Box 8501, St. Louis, MO 63108 

Tel: 314 286 1800 

Fax: 314 286 1810 

T^clone' Ifavai^e'royalty-free through LLNL ; contact the 
iUaIe Consort!^ (info6ixnage.llnl.gov) for further information, 
insert Length! 742 Std Ej>ror: 0.00 
Seq primer: -40ml3 fwd. ET from Araersham. 

Location/Qualifiers 

1. .467 

/organism- "Homo sapiens" 
/db_xref - " taxon : 9 6 0 6 " 
/clone-"IMAGE:884666" 

/clone_lib-"Stratagene lung carcinoma 937218 
/tissue_type- n lung carcinoma" 
/cell_line-"NCI-H69" 
/dev_stage-"cell line NCI-H69" 
/lab_host-"SOLR (kanamycin resistant) 

/noti-"0rgan: lung; Vector: pBluescript SK-; Site_l EcoRI 
• Site 2- Xhol; Cloned unidirectional ly . Primer: Oligo 
dT Small cell carcinoma cell line NCI-H69 Average 
insert size: 1.0 kb; Uni-ZAP XR Vector; -5' adaptor 
sequence: 5' GAATTCGGCACGAG 3' -3' adaptor sequence: 5 
CTCGAGTTTTTTTTTTTTTTTTTT 3 ' " 
98 a 110 c 114 g 145 t 



Query Match 96.5%; 
Best Local Similarity 98.9%; 
Matches 456; Conservative 



Score 453.6; DB 9; 
Pred. No. 5.3e-86; 
0; Mismatches 5; 



Length 467; 
Indels C 



Gaps 



Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 
Db 

Qy 

Db 



10 GGAGGTTTTATTATTTTTATTTATTTTTGAGACTGAGTCT^ 
7 GGAGGTTTTATTATTTTTATTTAT^ 

70 GTGCAGTGGCTCACTGCAACCTCCGCCTCCCAGGTTCAAGCAATTCTC^ 

I I ] I I I I I I I I ! I I t M I I I I I I I I I I M I I I M I I I I 1 I I I I I I I I 

67 GTGCAGTGGCTCACTGCAACCTCC^ 

130 CCCTAGTAGCTGGGATTACAGGTGTCCACCACCATGCCCAATT 

I | I | I I | | | I I | I | I | I M I I I I I I I I I I I M I I M M I Mil 

190 TACAGACAGGGTTTCACCATGTTGGCCAGGATGGTCTCGATCTCGTTGACCTTGTGATCC 

190 TACAGACASO t, 1 1 1 u I I I I I I I I I I I I I I II I I I I 

187 TAcJ^ACAGGGTTTCAC^TGTTGGCCAGGATGGTCTCGATCTCGTTGACCTTGTGATCC 

250 GCCTGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGCAACCNGCCCCTGGACTACT 
i i i i i i I i i i i I i i I I I I I I I I I I I I I I I I I I I I I I I II I I I II 

247 GCCTGCCT^ 

310 TATGGAGGTTTTAAAAAATCTTTTAAGTCCAGGCCTGACGTTTAGAGAAGG^ 

til I I | 1 1 I I I I I I I I I I | | | I 1 I I I I ) I I 1 I I M 1 I I I I M I 1 M I I I I I I I I 1 ] I 111 
307 TATGGAGGTTTTAA^ 

370 CGGCCAGGATCTGAGTATTTCCAAAAAGCTCTGGAGGCAGCATTGAGGT^ 

I I I M I I I I I I 1 I I I I I I 1 1 II I 1 1 I M 1 1 1 1 I 1 1 I 1 1 1 1 1 1 I I 1 1 1 I 'I 'J, 

367 CGGCCAGGATCTGAGTATTTCC 

430 TGAATCACTGACTTTAGGTCGACTGGGGTACTTTGGGTTTT 470 

I I I 1 1 I I I I I 1 1 1 1 1 I I I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M>l I I 1 1 1 icn 

427 TGAATCACTGACTTTAGGTCGACTGGGGTACTTT^GGTTTT 467 
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us-09-873-31 



Db 


961 


Qy 


1021 


Db 


1021 


Qy 


1081 


Db 


1081 


Qy 


1141 


Db 


1141 


Qy 


1201 


Db 


1201 


Qy 


1261 


DO 


Xxol 


qy 


1 111 


rvK 

UD 




oy 


J. JO J. 


Db 


1381 


Qy 


144 1 


UD 


1441 


Qy 


1501 


UD 


1DUI 


uy 


1 JDi 


DO 




uy 




Db 


1621 


Qy 


1681 


Db 


1681 


Qy 


1741 


Db 


1741 


Qy 


1801 


Db 


1801 


Qy 


1861 


Db 


1861 


Qy 


1921 


Db 


1921 



M II I II III I I I II I MMII I 111 II 111 Ml IIMMIII || | || | || ! | in 

G AAC TGGCC ACTCACCCTG ATGTCC AGC AG AAAG TGC AG AAGG AAATTG AT ACAG TTTT A 

CCCAATAAGGCACCACCCACCTATGATACTGTGCTACAGTTGGAGTATCTTGACATGGTG 
» 'I' I I I HI II I II I II I III 111 I II II I III II III llll || IMIIIII II I III I 
CCCAATAAGGCACCACCCACCTATGATACTGTGCTACAGTTGGAGTATCTTGACATGGTG 

GTGAATGAAACACTCAGATTATTCCCAGTTGCTATGAGACTTGAGAGGGTCTGCAAAAAA 
1 I ) 1 I I I I I I I I I I I I I I I I | I | | | | | | | | | | | | | | | | | | | | | | | | | | | | | | | | | | | | | | 



M I" I lllll I I I II I IN III | IN || IM III IIUI lllllll II II II I II I I I! I 



It II III Ml II I II Mill II I II I II III Mi ll IIMIMI Ml IMIIII I tun 
GTTCTTCATCATGACCCAAAGTACTGGACAGAGCCTGAGAAGTTCCTCCCTGAAAGGTTC 

AGTAAAAAGAACAAGGACAACATAGATCCTTACATATACACACCCTTTGGAAGTGGACCC 

II III I Hill I I 111 III 111 ! lllllll II I 111 II III I I 

AGTAAAAAGAACAAGGACAACATAGATCCTTACATATACACACCCTTTGGAAGTGGACCC 

AGAAACTGCATTGGCATGAGGTTTGCTCTCGTGAACATGAAACTTGCTCTAGTCAGAGTC 
I I II I I I INI II I III lllll I M I llll llll lllll IN II II Mil II || III || | 



II Ml lllllll llllll II III III Mil | || MM || III II II I II I II II III 111 



mil 1 1 iiii trui inn ii ii iiii ii ii iiii 1 1 ii i ii 



' 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 



lllll IIIIIHIIIIMIIIIMIIIIIIIIIIIIIIIIIIIIIIII llllllllllll 



1080 
1080 



1260 
1320 



1320 



IlilllllllllllllllllllMlllllllltlllllllllllilllMIIII llllll 
TCCAATGTGCTGCATAAATAATCAGGGATTCTGTACGTGCATTGTGCTCTCTCATGGTCT 

GTATAGAGTGTTATACTTGGTAATATAGAGGAGATGACCAAATCAGTGCTGGGGAAGTAG 
IN II M I M HHI I I I III llll I II Ml III II I II III || III II III || 



1680 
1740 



II I ID III Mill I III I II II II I II II I II I II II I IMIIIII 

ATTTGGCTTCTCTGCTTCTCATAGGACTATCTCCACCACCCCCAGTTAGCACCATTAACT 

CCTCCTGAGCTCTGATAACATAATTAACATTTCTCAATAATTTCAACCACAATCATTAAT 
I H II I H INI II I Mill III III llll 11 I Ml 11 III II II llll I MM MM I I 



1860 
1860 



AAAAAT AGGAATTATTTTGATGGCTCTAACAGTGACATTT AT ATCATGTGTTATATCTGT 1920 

M M M I lllll M I II II IMM II II II Ml II II I || I M II II I I I MM I II M I 

AAAAAT AGGAATTATTTTGATGGCTCTAACAGTGACATTTAT ATCATGTGTTATATCTGT 1920 

AGTATTCT ATAGTAAGCTTTATATT AAGCAAATCAATAAAAACCTCTTTAC 1971 
M I I II I I I II I II II I M II I II 11 II M II I II 11 Ml I II II II I I I I 
AGTATTCT AT AGTAAGCTTTATATTAAGCAAATCAAT AAAAACCTCTTT AC 1971 



) 



4 



RESULT 2 

AW967166/C 

LOCOS 

DEFINITION 
ACCESSION 
VERSION 
KEYWORDS 
SOURCE 
ORGANISM 



EST 01-JUN-2000 
mRNA sequence. 



EST379240 mapp ™ 659 bp mRNA lin ^r 

AW967166 resequences, MAGJ Homo sapiens cDNA 

AW967166.1 GI: 8157002 
EST. 
human . 

Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; 



REFERENCE 
AUTHORS 



TITLE 



JOURNAL 
COMMENT 



Catarrhini 
Dhefrap,s 



Homin idae ; Homo . 



Lee, N,H. 



, <5aspard,R. 
Yeatman, T . j . 



FEATURES 

source 



BASE COUNT 
ORIGIN 



Mammalia; Eutheria; Primates 
1 (bases 1 to 659) 
Hegde,P., Qi, r. , Abernathy,K 
/I.E., Saeed,A.i., Sharov,V., 
Quackenbush, J. 

2ff«; me ? t of , gene expression patterns in a model of 

SSSiSiSd^W 19 ' 200 elemeDt CDNA micr ™ 

Contact: John Quackenbush 

The Institute for Genomic Research 

Se" aofsfa 3^28^ Dr " RockviJ ; le < *> aoaso, usa 

Fax: 301 838 0208 * 

Email: johnqetigr.org 

Plate: 237 

Seq primer: Reverse. 

Location/Qualifiers 
1. .659 

/organ ism- "Homo sapiens" 
/db_xref-"taxon : 9606 ■ 
/clone_lib-"MAGE resequences, MAGJ" 
/note- "vector: pBluescriptSKm" 
213 a 125 c 148 g 173 t 



Gay,c. 
and 



Holt 



colon tumor 



Qy 



Matches 403; Conservative 0; Mismatches 6 i„ dels 1; Gaps 

1 TGTTTTTTTTNGTATTTCTCATGTAT^ 60 
Ob 455 ^JcJ^^^^ 

Qy 121 ^^^^^^"y^TAGGTCTCCTTGTCAGATGCAANCANTCGAAGCCAATCACGAAGATT 179 

Ob 33S GTAACGAAGTTCGTAGGTCTCCTT^ ^ 

Qy 180 G ™^™™*™^ J39 

Ob 275 ^C^AAG^^ 216 

Qy 240 ^?*^9^^y^^^y^y^TCTTGAAGCGTTCAATGTGAACAACATTCCCGAGATTTCC 299 

Db 215 iiii^ii^^ii^ m 

Qy 300 AG ™^ATTGACTT^ 

Ob 155 A^GCCaJ^^ gfi 

Qy 360 ««^MWHM^^ 419 

Ob 95 AATTCCATCTTCTACT<LsATGAGT 3fi 

Qy 420 CTT 422 

Db 35 CTT 33 



4 



ALIGNMENTS 



RESULT 1 
N22479 
LOCDS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 
ORGANISM 



REFERENCE 
AUTHORS 



TITLE 
JOURNAL 
MEDLINE 
COMMENT 



FEATURES 

source 



BASE COUNT 
ORIGIN 



N22479 H 
N22479.1 GI:1128613 
EST. 
human . 

Homo sapiens 

Hillier,L., Lennon,G., Becker, M., Bonaldo,M.F. , Chiaoelli r 
Chissoe,S., Dietrich, N., DuBuque,T., Favello A cith w 

97044478 

Contact: Wilson RK 

Washington University School of Medicine 

tii: 3?r!86 P ?SoO ParkVay ' B ° X St - ^ M0 631 °8 

Fax: 314 286 1810 H 

Email: estewatson.wustl.edu 

High quality sequence stops: 268 v 

Source: IMAGE Consortium, LLNL 

?uAr P C i° ne ^ » va " tt 51e royalty-free through LLNL ; contact the 

Seq primer: ml 3 -40 forward 
High quality sequence stop: 268. 

Locat ion/Qual i f ier s 

1. .354 

/organism- "Homo sapiens" 
/db_xref - " GDB : 3 8 9 1 6 5 7 " 
/db_xref - " taxon : 9606 • 
/clone- "IMAGE: 254204" 
/clone_lib- "Morton Fetal Cochlea" 
/tissue_type- "cochlea ■ 
/dev_stage-"16-22 week fetus" 
/lab_host-"SOLR cells (kanamycin resistant)" 
/note- "Organ: ear; Vector: pBluescript SK-; Site.l : EcoRI; 
Site_2: Xhol; Reference: Genomics 23, 42-50 (1994) Cloned 
3?* d ^ e ? tiOD f lly A ^ T i mer: 01i ^dT. Fetal cocnlea normal 
S vf!*- S6 fS <0 * 5 kb ' 56% O' 5 " 1 - 0 k *>' 7% >1 kb. Uni-ZAP 
XR vector. Library constructed by N. Robertson, C. Morton 
-5 adaptor sequence: 5' GAATTCGGCACGAG 3' -3' adaptor 
sequence: 5' CTCGAGTTTTTTTTTTTTTTTTTT 3'" 
120 a 68 c 37 g 129 t 



Length 354; 



Query Match 100.0%; Score 354; DB 14 

Best Local Similarity 100.0%; Pred. No 1 3e-46* 
Matches 354; Conservative 0; Mismatches 0,' Indels 0; Gaps 

l ( If I Mill I | |-J Id inn || 1 1 1 I 1 1 1 1 I 1 1 I I ! I 1 1 ] | 1 1 1 1 1 1 I I 1 1 1 I | I j 1 1 

TTTTTTTTTTTTTTTTTGTCATATCCATAAAGTTTATTTTAAAAAACTGTT 60 

CCA T A ? AGG TT^ 120 

1 1 1 1 1 1 1 1 1 1 1 1 1 M I '1 1 M Ml 1 1 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j 
ccatacaggtttattaatatacttaaaaagtttgttccctatgU 120 

If li 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 1 1 1 1 1 , 1 1 1 , 
agcaacatcttccggacaccatctttataa^ 180 

A ? A ?T AGAG ??7 ATAGTT ^^^ 24 0 

' I ' I ' I 1 1 1 1 1 I I I 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 I 1 1 I j I I j I 1 1 1 1 1 I j I 1 1 1 1 1 1 1 1 1 1 1 1 1 

ACAGTAGAGTCTATAGTTTACACTTTTAATCACAGATTGGAATTCATTCTCCTTACTCCC 240 



Qy 


1 


Db 


1 


Qy 


61 


Db 


61 


Qy 


121 


Db 


121 


Qy 


181 


Db 


181 


Qy 


241 


Db 


241 


Qy 


301 


Db 


301 



1 1 1 III '1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 III 1 1 1 1 1 1 1 1 

CTACTTCCCACATGTGGCAGTTATTACTTCAAAATTAATGACATTCACTCATGTTATACT 
ACCACAGATCCTTAAATAGAGTACATACTGCATAATTACTAACAGAGCCAGTCT 354 

"III > Mill II II IN 1 1| || 1 1| 1 1| 1 1 II II I III I MUM I II 

ACCACAGATCCTT AAAT AGAGTACATACTGC ATAATT ACTAACAGAGCCAGTCT 354 



300 



4 



RESULT 4 



AAZ51562/C K 
ID AAZ51562 standard; cDNA; 580 BP. ^ C fD '°2"7 



XX 

AC AAZ51562; 
XX 

DT 21-JUN-2000 (first entry) 

xx HUman hyP ° Xia res P° nse regulating gene, 77H4 related cDNA clone 18E. 

3 Itrokef ir ePt ° r COactivator '- S **<- -tinopath^myocffi 
XX ' . 

OS Homo sapiens . 
XX 

E ^signal ^S^ 1 " 1 — 
S /-tag- a 

PN WO200012525-A1, 
XX 

PD 09-MAR-2000. 
XX 

PF 27-AUG-1999; 99WO-US20394 . 

PR 27-AUG-1998; 98US-0098158 . 

PR 05-MAY-1999; 99US-0132684 . t 

PA (Q0AR-) QUARK BIOTECH INC. 

PA (KOHN/) KOHN K. 

XX 

PI Einat P, skaliter R, Feinstein E; 

DR WPI; 2000-256577/22. 

PT 
PT 

PT growth 
XX 
PS 
XX 



XX 
SQ 



Claim l;Fig 7a; 78pp; English. 

CC btt ?K tiVS pTOd ? ct from enzymatic activity of the protein or 

Sequence 580 BP; 17T*A; 11£ <* 134 G; 158 T; 0 Qther; 

Er^r^* ! S:SS ' - " n9th 580; 

Matches 439; Conservative 0; Mismatches 0; mdels 1; Gaps 1 
1 TTTTTGATTTAAAAGATTTTATTTTCTTTATGCAGGTAGGCAGTTAGAAATTTCAAAGTC 60 

49. ^aatgacattcttgaagt^^ 

"e ' ' ' »» 

378 TTTCCAGAGGGCTCCTCTCATATTCCATCGCCAGT^ „, 

198 TAAACTCGTCAGGAGATCG^GGTTGTAGATGTCTGCACGTGGCTTC „, 
07 420 TGGTGACTCCCTCTTCCAAA 439 ) 
°» 138 TGGTGACTCCCTCTTCCAAA li 9 



Qy 
Db 

Qy 

Db 

Qy 

Db 

Qy 
Db 

Qy 

Db 

Qy 



Qy 
Db 



id /mu; 1*2/] 



ALIGNMENTS 



RESULT 1 

N98464 

LOCOS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 
ORGANISM 



REFERENCE 
AUTHORS 



TITLE 
JOURNAL 
MEDLINE 
COMMENT 



N98464 439 bp mRNft linear EST 20-AUG-1996 

zb86t>06.sl Soares_senescent_f ibroblasts_NbHSF Homo sapiens cDNA 
clone IMAGE: 310451 3', mRNA sequence. 
N98464 

N98464.1 GI:1269909 

EST. 

human . 

Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebra ta; Euteleostomi; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
1 (bases,,! to 439) 

Hillier/L., Lennon,G., Becker , M . , Bonaldo,M. F. , Chiapelli, B. , 
Chissoe,S., Dietrich, N., DuBuque, T . , Favello,A., Gish,Wi, Hawkins 
,M., Hultman,M., Kucaba,T., Lacy,M., Le,M., Le,N., Mardis, E., Moore 
,B., Morris ,M., Parsons, J. , Prange,C, Rifkin,L., Rohlfing,T., 
Schellenberg,K. , Soares,M,B., Tan,F., Thierry -Meg, J. , Trevaskis,E. , 
Underwood , K . , Wohldmann,P. , Waterston,R. , Wilson, R, and Marra,M. 
Generation and analysis of 280,000 human expressed sequence tags 
Genome Res. 6 £9), 807-828 (1996) 
97044478 

Contact: Wilson RK 

Washington University School of Medicine 

4444 Forest Park Parkway, Box 8501, St. Louis, MO 63108 

Tel: 314 286 1800 £ 

Fax: 314 286 1810 * /\ 

Email : est@watson .wustl . edu 

This clone is available royalty -free through LLNL ; contact the 



~ "SSS^^'SSSr^i^-^ f ° r £urther infection. 

Seq primer: mob . REGA+ET 
FEATorpq Hl9h quality sequence stop: 377. 
FEATURES Location/Qualifiers 
source i. .439 

/organism="Homo sapiens" 
/db_xref-"GDB : 1253865 ■ 
/db_xref- "taxon : 9606 ■ 
/clone- ■ IMAGE : 310451 * 

y^«o 1 Vi b "" S ? ares - senescent - fibrobla sts_NbHSF- 
/tissue_type-"senescent fibroblast" 
/Iab_host-"DH10B (ampicillin resistant)" 
/note- "vector: P T7T3D (Pharmacia) with a modified 

^ TYPE: &*9«*A: Site_l: Not I; Site 2 * Eco RI 
Primer ^ ***** Wlth a Not 1 1 °li|o(d T f 

TGTTACCAATCTGAAGTGGGAGCGGCCGCA.TTTTTTTTTTTTTTTTTTTT VI 
«^ e " St fnS ded CDNA was size selected, ligated to Ecori 
?h aP M^ S T (Phar S aCia) ' ai ^sted with Not I and cloned inll 
the Not I and Eco RI sites of a modified P T7T3 vector 
£™^ Ci ?l Librar y went through one round of 

ORIGIN y i-W t 

SJ^it, iSS:S! ssr zv^, — «»• 

Matches 439; Conservative 0; Mismatches 0;' Indels 0; Gaps 0; 



Qy 


1 


Db 


1 


Qy 


61 


Db 


61 


Qy 


121 


Db 


121 


Qy 


181 


Db 


181 


Qy 


241 


Db 


241 


Qy 


301 1 


Db 


301 1 


Qy 


361 i 


Db 


361 J 


Qy 


421 ( 


Db 


1 

421 C 



_ —^^v^w x i x«x i a r^xr ±' Ax*iu AlifciT AGGC AGT T AGAAAT T TC AAAGTC 

T*^^'*r^^'? > ^' "J* ^ G AAG TGG GC AC AGC T T T X AAAC T O A.GG C T AT G TAT AC! AG X AAC C 

I Ml I M I 1 1 1 1 1 II 1 f f I 1 1 1 1 1 1 1 1 1 1 1 1 | 1 1 1 1 1 1 1 1 1 ] I 1 1 1 1 1 1 | 1 1 1 1 1 i mi i 

TAACAATGACATTCTTGAAGTGGGCACAGCTTTTAAACTCAGGC^ 
TTGTGGAACT^ 

iiJil 11 M I I I I I I | | I I I I I I | | | | I I I I I I I | | | | | | I t I I I | I I I T|| | | | | | it 
TTGTGGAACTGGTTCAGCCAGATCTTCACTTTCATGAAAGCACAGGGTC^ _ 

Tff^fff^ 24 0 

Mill M 1 1 1 1 1 1 H I I I I I | 1 1 1 1 M I I 1 1 I | 1 1 1 | 1 1 1 I | ] | | | I i iii i i ii i iii 

TTCCAGAGGGCTCCTCTPAT'aTair'paT^riAonAmfnm^m/I.n.i.i JLi i III ' I 1 1. M I I I I 



120 



:t 180 
:t 180 



A S 

?A 300 



mi m 1 1 ii 1 1 TiT 7 in TT ITT TTmTm m i n m n m m 

GCCAAGATCAACACACACTGGTACACGTGGCTCCCAACCAM 

TT?T^TT??^ ACC ^ ATTCATCCTGGTTC ^ T CAAAGCCTGGTTTTGGCCAACAAT 360 



.^.v-^^iL.i.AAUUTTeTAGATGTCTGCACGTGGCTTCCTTGGAGGTCCAGT 420 

MZTCCCTCTTCCAAA 439 
HI III I I II II I II II I I 



ALIGNMENTS 



RESULT 1 

W90146 

LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 
ORGANISM 



REFERENCE 
AUTHORS 



TITLE 
JOURNAL 
- MEDLINE 
COMMENT 



W90146 

W90146.1 GI:1406136 

EST. 

human . 

Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi • 
Mammalia; .Eutheria; Primates; Catarrhini; Hominidae; Homo. 
1 '(bases 1 to 304) 

Hillier,L., Lennon,G., Becker, M., Bonaldo,M.F. , Chiapelli,B , 
Chissoe,S., Dietrich,N., DuBuque,T., Favello,A., Gish,W., Hawkins 

2^o n » M,/ n KQCaba/ ^' Lacy,M. # Le,M., Le,N., Mardis,E., Moore 
qnh^i^wAV P * rsons ' J " Prange /C ., Rifkin,L., Rohlfing,T , 
Schellenberg,K., Soares,M.B., Tan,F., Thierry-Meg, j , Trevaskis p 
Underwood,K. Wohldmann,P. , Waterston , R . , Wilson?R ' and Marraf M ! * ' 
Generation and analysis of 280, 000 human expressed sequence tags 
Genome Res. 6 (9), 807-828 (1996) ^ 9 

97044478 

Contact: Wilson RK , ' 

Washington University School of Medicine 

iilt 3?n86 P ?lSo ParkWay ' B ° X 8501 ' St - I ° UiS ' M ° 63108 
Fax: 314 286 1810 * $ 

Email: est@watson.wustl.edu ; ' 

This clone is available royalty- free, thro ugh LLNL ; contact the 



sSt'sssfTai^sra^o^ for further 

Seq primer: mob . REGA+ET 

featurp*? Hlgh qual T itv sequence stop: 267. 
t EATURES Loca t ion/Qual i f ier s 

source l. .304 

/organism- "Homo sapiens" 

/db_xref-"GDB: 1326386" 

/db_xref-"taxon:9606" 

/clone- " IMAGE : 4 1 7 9 1 6 ■ 

/clone_lib--soares_f etal_liver_spleen_lNFLS SI " 
/sex- "male — 

/dev__stage-"20 week-post conception fetus" 
/lab_host-"DH10B (ampicillin resistant)" 

/nnta>>nrn3n. Tt J -. __ ' 



w?S G I mnS??LH iVe T and s P leer >; Vector: P T7T3D (Pharmacia) 
Jm« a modif *f d Polylinker; Site.l: Pac I; Site_2: Eco RI 
This is a subtracted version of the original Scares fetal 
w^h r , S § lee ? 1NF ^? ^brary. 1st strand cDNA was primed 
with a Pac I - oligo(dT) primer. [5 ' 

AACTGGAAGAATTAATTAAAGATCTTTTTTTTTTTTTTTTTTT 
double -stranded 



double-stranded cDNA was ligated to Eco RI adaptors 
(Pharmacia), digested with Pac I and cloned into the Pac I 

RI l ites ° f the "odified pT7T3 vector Library 
went through one round of normalization. Library 

sr 86 a coDst 7r c ted \rr "are and -i-sss.— ■ 
s^;w lari t y ha ■ss.'jg: 304.. 

Matches 304; Conservative 0,- Mismatches 0; Indels 0; Gaps 0; 
„ k , J, '1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 Hill in | 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 I 1 1 

Db 1 CACTTATAGCCAATATTTAATAATCCCATATTAACTGATGTGTAAA 60 

'J.' ' 1 ' ' ' ' ' 1 1 1 1 1 ' 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

TCTGTTACCACCCAAAAGAATGCATCATAACTTTCAAGAOTATGTTCTTTGACTTCTAAC 120 
QY 121 ^T^CTTCTTTA^ 

Db 121 C^J^^ 180 

Qy 181 TACATTTACTCGCACAAGCGTTTGTCCTGGACTCTTCTGCTAATCGATGAACAAACAGTA 240 

Db 241 AACAGTTCAGATGGACCAATAAGTCACCACTTTTCTCCAGACCGAAG^ « 0 0 
Qy 301 TTCC 304 
II II 

Db 301 TTCC 304 



Qy 61 
Db 61 



